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RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/10/650 , 467A 



DATE: 09/05/2006 
TIME: 12:42:23 



Input Set : E:\6223ndlus.txt 

Output Set: N:\CRF4\09052006\J650467A.raw 



Please Note; 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa, 

Seq#:90; Xaa Pos . 3 
Seq#:95; Xaa Pos. 1 

Seq#:103; Xaa Pos. 1 =< • •. 

Seq#:118; Xaa Pos. 1 

Seq#:119; Xaa Pos. 1 

Seq#:160; Xaa Pos. 1 

Seq#:162; Xaa Pos. 1 

Seq#:164; Xaa Pos. 1 



file://C: \CRF4\Outhold\VsrJ650467A.htm 



9/5/2006 



Page 7 of 8 



VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/650 , 467A 



DATE: 09/05/2006 
TIME: 12:42:23 



Input Set : E:\6223ndlus.txt 

Output Set: N:\CRF4\09052006\J650467A.raw 
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for SEQ ID#: 
for SEQ ID#: 
for SEQ ID#: 
for SEQ ID#: 



Intentionally skipped Sequence, 
Intentionally skipped Sequence, 
"n n or "Xaa" used, for SEQ ID#: 
"n" or "Xaa" used, 
"n" or "Xaa" used, 
"n" or "Xaa" used, 
"n" or "Xaa" used, 
Intentionally skipped Sequence", 
Intentionally skipped Sequence, 
Intentionally skipped Sequence, 
Intentionally skipped Sequence, 
Intentionally skipped Sequence, 
Intentionally skipped Sequence, 
Intentionally skipped Sequence, 
Intentionally skipped Sequence, 
Intentionally skipped Sequence, 
Intentionally skipped Sequence, 
Intentionally skipped Sequence, 
Intentionally skipped. Sequence, 
Intentionally skipped Sequence, 
"n" or "Xaa" used, for SEQ ID#: 
"n" or "Xaa" used, for SEQ ID#: 
"n" or "Xaa" used, for SEQ ID#: 
Intentionally skipped Sequence, 
Intentionally skipped Sequence, 
Intentionally skipped Sequence, 



: Sequence Id (19) 
: Sequence Id (20) 
90 after pos . : 0 
95 after pos . : 0 
103 after pos. :0 

118 after pos. :0 

119 after pos. : 0 
-Sequence Id (124) 

Sequence Id (13 0) 
Sequence Id (132) 
Sequence Id (134) 
Sequence Id (13 8) 
Sequence Id (140) 
Sequence Id (142) 
Sequence Id (144) 
Sequence Id (145) 
Sequence Id (146) 
Sequence Id (147) 
Sequence Id (148) 
Sequence Id (±<±y) 
160 after pos . : 0 
162 after pos . : 0 
164 after pos . : 0 
: Sequence Id (168) 
: Sequence Id (169) 
: Sequence Id (170) 



SEQUENCE : 
SEQUENCE : 



SEQUENCE 
SEQUENCE 
SEQUENCE 
SEQUENCE 
SEQUENCE 
SEQUENCE 
SEQUENCE 
SEQUENCE 
SEQUENCE 
SEQUENCE 
SEQUENCE 
SEQUENCE- 
SEQUENCE 



SEQUENCE 
SEQUENCE 
SEQUENCE 
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STATISTICS SUMMARY DATE: 09/05/2006 

PATENT APPLICATION: US/10/650 , 467A TIME: 12:42:23 

Input Set : E:\6223ndlus.txt 

Output Set: N:\CRF4\09052006\J650467A.raw 

Application Serial Number: US/10/650 , 467A 

Alpha or Numeric or Xml : Numeric 

Application Class: 

Application File Date: 08-28-2003 

Art Unit: IFW16 

Software Application: PatentIN2.0 
Total Number of Sequences: 243 

Total Nucleotides: 40338 *- 
Total Amino Acids: 14106 
Number of Errors: 0 
Number of Warnings: 26 
Number of Corrections: 0 

MESSAGE SUMMARY 

300 W: 18 ((50) Intentionally skipped Sequence) 
341 W: 8 ((46) "n" or "Xaa" used) 
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